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Abstract: To develop a polymerase chain reaction(PCR) assay for the identification of Eperythro-
zoon suis infected and latentstage pigs, a 1.8 kb EcoRI DNA fragment of the E. suis genome was
isolated from the blood of pigs experimentally nfected with E. suis Specificity of the DNA fragment
was confirmed by DNA sequence analysis and PCR using primers directed against sequences con
tained in the 1. 8 kb fragment. T he homologies of nucleotide sequence of EwRI DNA fragment of
the Eperythrozoon suis Xin Xiang strains with other strains on GenBank were 100%. PCR products
were 782 bp in size and were am plified only from E. suis particles prepared from the blood of ex per-
imentally infected pigs but not from any controls, comprising blood from healthy piglets and a panel
of bacteria including other porcine mycoplasmas. PCR results were confirmed by dot blot hybridisa
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tion. The applicability of the PCR assay to diagnose E. suis infections in pigs was evaluated by in

vestigating blood samples from 10 symptomatic pigs with clinical signs typical of porcine epery thre-

onosis and blood samples from 10 healthy pigs. The E. suis—specific PCR product was amplified

from all samples taken at episodes of acute disease as well as from samples taken during the latent

stage of infection, thus demonstrating the suitability of the PCR assay for detecting latent infected

carrier animals.
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S'GCATTGCCCAGTCCCCAAGGA TACTGTC AACATTTTTACTACTGTGCCAGAA ACCGG
CAGGTGAAGCTGCAGGAGTCAGGACCTGGCCTGG TGGCACCCTCACAGAGCCTGTCC
ATCACATGCACTGTCTCTGGG TTCTC ATTATCC AGATATAGTG TACACTGGGTTCGCCAG
A CCTCCAGGA AAGGG TCTGGAGTGGCTGGGAATG ATATGGGG TGGTGGAAGCACAG
CATAATTCAGCTCTCAAATCCAGACTGAGCATCAGCAAGGACAACTCCAAGAGCCAAC
TAGTTTTCTTAAAATGAACAGTCTGCAAACTGATGAC ACAGCCATGTACTACTGTGCCC
GAGAAACCGGTATGGTAATGC TATGGACTACTGGGGCCAAGGCACCACGGTCACCGTT
CATCCTCAGGTGGAGGCGGTTCAGGCGGAGGTGGCTCTGGCGGTGGCGGATAAGACA
CAGAGCTCACTCAGTCTCCAGCCTCCCTATCTGTATCTGTGGGAGACTGTCACCATCAG
AATGTCGAGCAAGTGAGAATATTTACAGTAATTTAGCATGGTGTGCTCAAGGTTG GCA
ATCAGCAGAAACAGGACCTCTCCTCAGCTCCTGOGTCTATGCTAC AATACTTAGCAGATG
GTAAGATTTGGGAGTTATTGTC AACAGCCTGC ATCAGTTGGGGTACTCAGTTATTGGAT
CAGGCACACAGTATACTCTCCTCTCAAGATCGAACACGTACACGTGGAGGTTTAAGAT
GGGCAGAGTGGTGGG AGCAGCTOGAGCTGATAACGGTGAAGATTGAGT
TGCOGGGAGTACGTOGOAMGG-3”

4 Eperythrozoon suis
Fig. 4 Nucleotide sequence of E. suis
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