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Mouse primordial germ cells (PGCs) expression of H2A.Z during migration
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Abstract: Migration, proliferation and sex differentiation of mouse primordial germ cells (PGCs) is affected
by the regulation of the genome and DNA epigenetic modification. H2A.Z is related to the transcription activation,
whether there is a link with the epigenetic modification has not been involved. In this paper, PGCs single cell and
tissue paraffin sections of immunofluorescence methods were used, and the results showed that during PGCs mi-
gration, H2A.Z did not exist in 8.5 dpc PGCs; with PGCs migration to the genital ridge, H2A.Z was mainly con-
centrated in the nucleus; H2A.Z was full of nucleus and cytoplasm in 11.5 dpc PGCs; H2A.Z was mainly in the
cytoplasm in 13.5 dpc female oocytes, and H2A.Z tended to concentrate in the nucleus in spermatogonia. There-
fore, the expression of H2A.Z is relevant to genomics and DNA epigenetic modification.

Key words: mouse primordial germ cells (PGCs); single cell; paraffin section; H2A.Z; immunofluorescence
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